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(!) GENERAL I N FORMA 'I 1 1 ON : 

i. ; ; APPLICANT: TSYRLOYA, I REN A 

W('L?E, ST R PH EN D. 

U") TITLE OF IN7KHTIOIJ; INHIBITOR OF STEM CELL PROLIFERATION AND 
USES THEREOF 

till) NUMBER OR SEQUENCES: 37 

(iv) CORRESPONDENCE ADDRESS : 

(A) ADDRESSEE: NINON & VANDERHYE P.C. 

(B) STREET: 110 0 P'iRTW GRR p -F. ROAD 

(C) CITY: ARLINGTON 

(D) STATE: VIRGINIA 

(E) COUNTRY: Y.S. A. 
(E) IIP: 2li:M-47:: -i 

(v) COMPUTER READABLE Ri )RM : 

(A) MEDIUM TYPE: Floppy disk 
(3) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM : PC -DOS / MS -DOS 

(D) SOFTWARE: Patent Ir. Release #1.0, Version #1.30 



(v_) CURRENT APP! A CATION DATA 



(A) 



: : 'LICAC ION IT TIB 



US 0 6-832,443 



(3) FILING DATE: *■ --APR -19 0 7 
(C) CLASS IF [CATION: 

(vni) ATTORNEY ' AG EN"! 1 INFORMAL ION : 

(A) NAME; BYRNE, THOMAS E. 

(B) REGISTRATION NUMBER: 31,205 

(C) REFERENCE/ DOCKET NUMBER: 1331-222 



( ix } TELECOMMUNICATION INFORMATION : 

(A) TELEPHONE: 0/ 0 ■ ) 8 1 5-4000 
( ;-:D IE!, EE AN • ( " Ul ) : "! 6 - 4 \ 0 0 



E OUEN Z !■! CHARACTER I N !NCS : 

(A) NENGTH: ..3 an; i:;o acids 

(B) TYPE: a:';...no acid 
f C) STEANDEDNESS : 





: ) 



SELLENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 



TOPOLOGY : 1 inear 



[ : : ) 



MOLECULE TYPE: peptide 



SEiv'ENL'E DESCRIPTION: SEQ ID NO : 2 : 



Phe Pro His Phe Asp leu Ser His Gly Ser Ala Glr: Va. Cys 
5 10 15 



(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(CO TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



ixi) SEQUENCE DESCRIPTION : SEQ ID NO : 3 : 

Asp Ala Leu Thr Asn Ala Val Ala His Val Asp Asp Met. Pro Asn Ala 



10 



e 



pep t i de 




iC i STRAXDEDNESS : 
(Dj TOPOLOGY, lineal 

rodecvov: : v pr pep _ id 



i) SE'jVFIIOF DESCRIPTION: SEQ ID NO : 5 
eu Val VaL Tyr Pro Trp Thr Gin Arg 



FORMAT 1 01 J FOR SEQ ID HO: 6: 

i ) S E 0 U El 1 0 F C H A RA CTF.R'' P. T TPS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: am:: no acid 
(0) STRANDSE'NESS: 

(D) TOPOLOGY: linear 

l ) MOLECULE TYPE . pepr i de 



i) SEQUENCE DESCRIPTION: SEQ ID NO : 6 
eu Val Val. Tyr Pro Trp Thr Gin 



[FORMATION FOR SEQ id nor?: 

i) SEQUENCE CHAFACTERT STICS : 

(A) LENGTH: " amino acids 

(B) TYPE: amino acid 
(0) STRAND EDI JESS : 

(D) TOPOLOGY: linear 



SEQUENCE DESCRIPTION: SrlQ ID 



■:i> SEQUENCE DESCRIPTION: SEQ ID NO: 
.eu 7a: 7a L Tyr Pro Trp 

J FORMAT I ON FOR SEQ ID NO : 9 : 

( i ) SEQUENCE CHARACTER I STICS : 

(A) LENGTH: S amino acids 

(B) TYPE: anu.no acid 

(C) STRAUDEDNE5S : 

( D ) TOPOLOGY: linear 

.11 MOLECULE TYPE, oero Lde 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 
Leu Val 7a 1 Tyr Pro 



\2) INFORMATION FOE SEQ ID NO : 1 0 : 

( i ) SEQUENCE CHARACTER I STICS : 
(A) LENGTH : "■ amino acids 
( 3 ) T Y P E • am i no acid 
(C } STRAMDEDNESS : 
( D ) TOPOLOGY: linear 

(n) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ IP NO : 1 0 



(i) SEQUENCE CHAFACTERISTTCS : 
(A) LENGTH: " amino acids 
(3) TYPE- ammo acid 
(C) STRANDEDNESS : 
CO TOPOLOGY : ] near 



(1) SEQUENCE CHARACTERISTICS: 

(A) RENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY : linear 

n) :-:Oi,EC;J^E TYPE: peptide 



xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 
Tyr Pro Trp Thr G\n Arg 



[2) INFORMATION FOR SEQ ID :JO:L3: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: amino acids 
(3} TYPE: am: no acid 
(0) S I 1 RAN D E D N E S S : 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: pept.de 



(x: ) SEQUENCE DESCRIPTION: SEQ ID N0:13: 
Tyr Pro Trp I'r.r G.: n 

'i R 

(2) INFORMATION FOR SEQ ID MO: 14: 

( 1 ) SEQUENCE CHARACTERISTICS : 
(A) IrENTTH: (. ammo acids 
(3) TYPE: am:, no acid 
(C; STRANDEDNESS : 



DFSC 



» f 



) MOLECULE TYPE: DNA (genomic) 



jTCCTTCCC CACC 



(:■;;) SEQUENCE DESCRIPTION: SEQ ID NO : 1 5 : 
G'L GCYG i C IC CTGCCGACTAA GAOLAACGTC AAGGOCGCCT GGGGTAAGGT 
GCYCGCGAGT ATGGTGCGGA GGCCC'TGGAG AGGATGTTO! 
ACOYACT": CC CGCACTTCGA CCTGAGGCAG GGCTOYGCC 1 
AAGGTGGCCG AOGCGCTGAC CAAOGCCGTG GCGCACG IGG ACGACATGGG 
TCL'GCCC'L": A GOGAOOTGOA CGCGCACAA.G CTTGGGGTGG ACCCGGTCAA 
CTAAGCCACT GCCTGOTGGT GACCOTGGCC GCCGAGGI'GC CCGCCGAGT1 
GTGCACGCGT COOTGGACAA GTTCCTGGCT TCTGTGAGCA CCGTGCTGAC 
CGT 

(2) INFORMATION FOR SEQ 10 NO : i 6 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 141 amino acids 
(3) TYPE: amino acid 
(CO STRAND EDNE S3 : 
(D) TOPOLOGY: linear 



CGGC 



GCGCAO 
ACCAAG 



CAACGCGCTG 

CACCCCTGCG 
AAATAC 



:tcc 



i: o 

1 !:' o 

2- f 0 

3- '0 
3*-0 
410 
4.3 



ii) MOLECULE TYPE: peptide 



(XI) SEQUENCE DESCRIPTION: SEQ ID NO : 1 6 : 



j 5 



So:: His Glv Ser Aia Gin Val Lys 



G"v Lys Lvs Yd 1 A.a As; 



Ala Se: Va i Ser Thr '/a: i.eu 

15 0 : i 6 

.aforhat :on for seq :d norta 
( ) sequence characteristics: 

(A) LENGTH : 4 3 S base pairs 

(3} TYPE: nucleic acid 

(C) STRANDEDNESS : 3 mole 

(D) TOPOLOGY: linear 

.ii) ROLECNLE TYPE: ONA (ger.o::r: ] 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 7 : 

GTGCACCTGA CTOOTGAGGA GAAGTCTGCC GTTACTGCCC TGTGGGGCAA 
GATGAAGTTG GTGGTGAGGC CCTGGGC AGG 
TTCTTTGAGT CCTTTGGGGA TCTGTCCACT 
AAGGCTCATG GOAAGAAAGT GCTCCGTGCC 

C TA^aGGGC A. '„ CTAIGCOAA ACIGaG'. G.-jJ n NjL.-iCi o - _j n'..'t-. ! jL JjLt. 

GAGAAOTTOA GGOCGCTGGG caacgtgctg gtctgtgtgo tggcccatca 

GAATTCACCO CACCAGTGOA GGCTGCCTAT CAGAAAGTGG TGGCTGGTGT 
C T G G C C C AC A AG T A T C AC 

CM ;:;EOR>AITON FOR SEQ ID NOilo: 

( i ) SEQUENCE C H AFAC T ERISTIC S : 

(A) LENGTH: 1 4 (: amino a::is 
(R) TYPE: a:::.no acid 
i C ) STRANDED;>*ESS : 



CTGCTGGTGG TCTACCTTTG 
CCTGATGCTG TTATGGGCAA 
1TTAGTGATG GCCTGGCTCA 



jGTGAACGTG 
2COAGAGG 
ZTAAGGTG 
IGGACAAC 
AGGAAOCT 
7TGGCATA 

:taatgcc 



6 0 

1 2 ci 

1 3 0 

2 4 0 

3 j 0 

3 6 0 

4 2 0 
438 



Lys Lys Val Leu Gly Ala Phe Ser Asp Gly Leu Ala His Leu Asp Asm 

6 5 7 0 7 5 8 0 

Leu Lys Gly Thr Phe Ala Thr Leu Ser Glu Leu His Cys Asp Lys Leu 
8 5 9 0 9 5 



100 105 110 

Val Leu Ala His His Phe Gly Lys Glu Phe Thr Pro Pro Val Gin Ala 
115 12 0 12 5 

Ala Tyr Gin Lys Val Val Ala Gly Val Ala Asn Ala Leu Ala His Lys 
110 13 5 14 0 

Tyr His 

(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 141 amino acids 
(3) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Val Leu Ser Gly Glu Asp Lys Ser Asn lie Lys Ala Ala Trp Gly Lys 
15 10 15 

lie Gly Gly His Gly Ala Glu Tyr Gly Ala Glu Ala Leu Glu Arg Met 



Ala Leu Ala Ser Ala Ala Gly His Leu Asp Asp Leu Pro Gly Al£ 

6 5 7 0 7 5 




necemation for see id no:20: 
( 1 ) sequence characteristics : 

(A) LENGTH: 14 6 amino acids 

{3} TYPE: amino acid 

(C ) STEANDELNESS : 

( D ) TOPOLOGY: linear 

::) MOLECULE TYPE: peptide 



xi} SEQUENCE DESCRIPTION: SEQ ID NO : 2 0 : 

Val Hi? '.f i Thr Asp Ala Glu Lvs Ala Ala Val Ser Cys Leu Trp Gly 
1 5 10 15 

Lys Val Asn Ser Asp Glu Val Gly Gly Glu Ala Leu Gly Arg Leu Leu 
20 25 30 

Val Val Tyr Pro Trp Thr Gin Arg Tyr Phe Asp Ser Phe Gly Asp Leu 
3 5 4 0 4 5 

Ser Ser A I. a Ser Ala lie Met Gly Asu Ala Lys Val Lys Ala His Gly 
5 0 5 5 6 0 

Lys Lys Va i lie Thr Ala Phe Asn Asp Gly Leu Asn His Leu Asp Ser 

6 5 7 0 7 5 8 0 

Leu Lys Glv Thr Phe Ala Ser Leu Ser Glu Leu His Cys Asp Lys Leu 
b5 9 0 9 5 

His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly Asn Met lie Val lie 
100 105 110 

Val Le:. Gly His His Leu Gly Lys Asp Phe Thr Pro Ala Ala Gin Ala 
L15 120 125 



nec-maiion for seq id no:2 1 



(i) SEQUENCE CHARACTERISTICS: 

i A ] LENGTH: ".41 amino aoci^ 



1 5 10 i.5 

Val Glv Gly Gin Ala Giy Ala His Gly Ala Glu Ala Lei; Glu Arg Met 
2 0 2 5 3 0 

Phe Leu Gly ?he Pre Thr Thr Lys Thr Tyr Phe Pro His Phe As:: Leu 
3 5^ 4 0 4 5 

So: His Gly Ser Asp Gin Val Lys Ala His Gly Gin Lys Val Ala Asp 
50 55 60 



Thr Lys Ala Val Gly H..s Leu Asp Asp Leu Pro Gly Ala Leu 
65 ~ 70 75 80 



Ser Ala leu Ser Asp- Leu His Ala His Lys Leu Arg Val Asp Pro Val 
P. 5 9 0 9 5 

Asn Phe Lys Leu Leu Ser His Cys Leu Leu Val 1'hr Leu Ala Ala His 
LOO 105 110 

His Pro Asp Asp Phe Asn Pro Ser Val His Ala Ser Leu Asp Lys Phe 
115 " 120 125 

Leu Ala Asn Val Ser Thr Val Leu Thr Ser Lys Tyr Arg 
130 135 140 

INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 



Oil) MOLECULE TYPE: peptide 



T 



a nro ^eu G. 



. 2 0 



.. ,; ?he G'.. 
13 0 



Val Ala GM 
1 3 5 



la Asr. Ala Leu Ala His Lys 
140 



CM INFORMATION FOP SEQ ID NO : 2 3 : 

(:) SEQUENCE CHARACTER:??] CS : 

(A) LENGTH : 2 3 ammo acids 
( 3 ) TYP E : amino ac i d 

to sti^;del:jess : 

(2)) TOPOLOGY: linear 
in) MOLECULE TYPE: pepLide 



(x:) SEOuENCE INSCRIPTION: SEQ ID NO : 2 3 : 

Val Lis Lea ?er Ala Glu Glu Lys Glu Ala Val Lea Gly Leu Tip Gly 
5 10 15 

Lys Val Asn 'Val Asp Glu Val 



CM INFORMATION EOF. SEn ID NO : 2 4 : 

(i) SEOVEN'l'E CHARACTERISTICS : 

(A) LENGTH: 2 0 amino acids 
(E) TYPE: ammo acid 
(C ) STILANZ'EDNESS : 
(D) TOPOIOGY: linear 



Val. Leu Ser Ala Ala Aso Lvs 



: 0 



(xi) SEQUENCE INSCRIPTION: SEQ ID NO : 2 5 : 

Phe Pro H.s Phe Asn Leu Ser His Gly Ser Asp Gin Val Lys 
1 5 10 

( 2 i INFORMATION FOR SEQ ID NO : 2 6 : 

( i ) SE QUE- ICE CHARACTERISTICS : 

(A) LENGTH: 2 0 ammo acids 

(B) TYPE: am: no acid 

(C) STRANDEDNESS : 

( D } TOPOLOGY: linear 

( i i ) MOLECULE TYPE : pepz ide 



(Xi) SEQUENCE DESCRIPTION : SEQ ID NO : 2 6 : 

Leu Val Veil Tvr Pro Tro Thr Gin Arg Phe 

1 5 10 

(2) INFORMATION FOR SEQ ID NO:27: 

\ ) (l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: S amino acids 
{ B } TYPE: amino acid 

(C) STRAIJDEDNESS : 

(D) TOPOLOGY: linear 

(:.:) MOLECULE TYPE: peptide 



ULATIPi; FOP SEQ ID NO : 2 8 : 
SEQUENCE CHARACTER ISTICS : 
( R ) TY PE : am: no ac :. d 




Yv: Pro Trp Thr 

CM INFORMATION FOR SEQ ID NO : 2 0 : 

i :) SEQUENCE < 'HAFACTER 1 ST ICS: 
(A) LENGTH: 4 amino acids 
( H ) I V P E . amino aci d 
(C) STRANDEDNESS : 
( 1 1 ) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 9 
Gly Tyr Pro Tyr 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQU 
(A) 
(3) 

(C) 
CO 

o;) MOLECULE TYPE: peptide 

(x:) SEQUENCE DESCRIPTION: SEQ ID NO: 30 
Gly Lys Pro Tyr 

(C) SIRANLEDNESS : 

(D) TOPOLOGY: linear 

! ; : ) MOLECULE TYPE: peptide 



ENCE CHARACTERISTICS : 
LENGTH: <* amino acids 
TYPE: amino acid 
STRAIJDEDNESS : 
TOPO; Y'GY : 1 inear 



(3) TYPE : ammo acid 

(C) STRANDEEIJESS : 

(D) TOPOLOGY : I inoar 

( i : ) MOTECUTE TYPE . peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 
Lvs Me" Trp Me: PEe Arc 

(2) INEORMATIOIJ FOE SEQ ID NO : 3 3 : 

( : ) SEQUENCE CHARACTERISTICS : 
(A) LENGTH : f amino acids 
(E) TYPE: am. no a o : d 
(C J STRANDEDNESS : 
(Z 1 ) TOPOLOGY . .1 inear 

(::) MOLECULE TYPE : pep*, ide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 3 
Val Arc Arc Met Pr:e Gly Gly Tyr 



information fdr seq id :;0:34: 
( : ) sequence character tstics : 

( A ) L EN 3 T H : 0 ami: \ o acids 

( B } TYPE: am.:, no acid 

! ■:; } STEANDEDNESS : s i roc I e 



c) SENTENCE DESCRIPTION: SEQ ID NO: !v 
': . . ' Dec Glv P::e Pro Thr 



.a do 

lO t O 



( b } location, i 

(D) (.''I HER INFORMAL 
Xaa 

'ovroC::: " 



r :ec: - s:: e 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 

,ys 



I 



; : n Asp cv 

5 



INFORMATION FOR SE<J ID NO : 3 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ^ amino acids 

(B) r : i YPE: an: no acid 

(C) STRANDEDNESS : single 
. inear 



( D) TOPOLOGY : 
MOLECULE TYPE: 



pep:iae 



(ix) 



(A) NAME/ KEY : Modi f : ed- s i te 
(3) LOCATION: 1 



(D) ( iTHER INFORMATION: 

Iabel= Xaa 

lore- "N-A:>rtvi For " 



7 product- "position 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 6 : 
Xaa Aso Lvs Pro 



(2) INFORMATION" FOR SEO ID NO: 37: 



:) SEQUENCE DESCRIPTION: SEQ ID NO : 3 7 : 

aa Pro His Xaa Asp Leu Ser His Gly Ser Ala Gin 
5 10 



